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Research experiences

Since 2001 Engineer at INRAE (Angers, France). Ecology and epidemiology of seedborne plant
pathogenic bacteria - Study of mechanisms involved in transmission to and by seed, adaptation to
host and evolution - Comparative genomics - Transcriptomics - 38 publications -

1993 to June 2001 Engineer at INRA (Guadeloupe, French West Indies) - Biodiversity of
phytopathogenic bacteria to support breeding programs for host plant resistance - Prospection
and strains collection. Phenotyping and genotyping - Biotests and field experiments — 5
publications -

1989 to 1993 Master and PhD (Université P. et M. Curie, Paris, France). Research of sequences
specific pectolytic bacteria -Genomic subtraction, sequencing, sequence analysis, development of
PCR detection tools - 2 patents and 4 publications -

Expertise

Annotation of bacterial genomes and comparative genomics
Transcriptomics and site-directed mutagenesis of candidate genes

Study of bacterial colonization in planta and transmission to and by seeds
Characterization of pathogenicity

Molecular characterization of microbial diversity

Development of identification tools

Expertise on bacteria belonging to the genus Xanthomonas
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